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[ Abstract ] Background and purpose: Promoter methylation of PCDH10, a gene encoding protocadherin 10,
has been found to be correlated to poor prognosis in gastric cancer (GC) patients. However, the relationship between
the expression of PCDH10 and prognosis in GC remained unknown. This study aimed to explore the relationship be-
tween the expression of PCDH10 and clinicopathological features and prognosis of GC, and to identify biomarker for
predictions of recurrence and survival of GC. Methods: mRNA expressions of PCDH10 in 115 pairs of GC tissues and
adjacent normal tissues were detected by real-time fluorescence quantitative polymerase chain reaction (RTFQ-PCR).
The correlation between PCDH10 expression level and clinicopathological features and prognosis of GC was analyzed.
Prediction models for S-year recurrence and 5-year survival were established using logistic regression method. Results:

Progression-free survival (PFS) and overall survival (OS) were significantly prolonged in patients with PCDH10 low
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expression compared to patients without PCDH10 low expression (P=0.046 and P=0.033 respectively). PCDH10 low

expression significantly correlated with less lymph node metastasis (P=0.001) and earlier TNM staging (P=0.001), and

was more common in female than in male (P=0.040). The mRNA expression of PCDH10 did not correlate with age,

Lauren classification, T stage, neural invasion or vascular invasion. Univariate Cox analysis showed Lauren classifica-

tion, T stage, N stage, M stage and PCDH10 expression significantly correlated with PFS and OS. Logistic regression

models for the prediction of 5-year recurrence or 5-year survival based on clinicopathological features included Lauren

classification, T stage, N stage and M stage as variables. Logistic regression models for the prediction of 5-year recur-

rence or 5-year survival based on PCDH10 expression included Lauren classification, T stage, M stage and PCDH10

expression level but not N stage as variables. The models based on PCDH10 expression had the same efficiencies as

models based on clinical parameters in predicting 5-year recurrence or 5-year survival for GC patients. Conclusion:

PCDHI10 low expression correlated with better prognosis, less lymph node metastasis and earlier TNM stage in GC

patients. Low expression of PCDH10 may be a biomarker of better survival for GC patients. Logistic regression model

based on PCDH10 mRNA expression may serve as a prediction model when patients have unknown lymph node metas-

tasis status.
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Relative mRNA expression of PCDH10
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Fig.1 PCDH10 mRNA expression in gastric cancer tissues and adjacent normal gastric tissues

A: Proportion of gastric cancer samples showing underexpression (green), unchanged expression (red) and overexpression (blue) of PCDH10
mRNA; B: Average PCDH10 mRNA expression in gastric cancer tissues and adjacent normal gastric tissues
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Fig. 2 Kaplan-Meier analysis of PFS and OS in gastric cancer patients with different expressions of PCDH10

A: Kaplan-Meier analysis of PFS in gastric cancer patients with different expressions of PCDH10; B: Kaplan-Meier analysis of OS in gastric

cancer patients with different expressions of PCDH10
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Tab.1 Correlation between the expression of PCDH10 mRNA and clinicopathological features of gastric cancer
[n(70)]
mRNA Expression of PCDH10
Characteristics Number of patients (N=115) P value
Low expression (n=41)  Non-low expression (n=74)

Gender
Male 93(80.9) 29(70.7) 64(86.5) 0.040
Female 22(19.1) 12(29.3) 10(13.5)

Agelyear
<50 15(13.0) 6(14.6) 9(12.2) 0.706
> 50 100(87.0) 35(85.4) 65(87.8)

Lauren classification
Intestinal 70(60.9) 27(65.9) 43(58.1) 0.415
Diffuse 45(39.1) 14(34.1) 31(41.9)

TNM stage
[+1I 28(24.3) 17(41.5) 11(14.9) 0.001
m-+1v 87(75.7) 24(58.5) 63(85.1)

T stage (depth of tumor invasion)
T, 10(8.7) 5(12.2) 5(6.8) 0.322
Tsy 105(91.3) 36(87.8) 69(93.2)

N stage (number of metastatic lymph node)
N, 23(20.0) 15(36.5) 8(10.8) 0.001
Ni; 92(80.0) 26(63.4) 66(89.2)

Neural invasion
Positive 66(57.4) 19(46.3) 47(63.5) 0.074
Negative 49(42.6) 22(53.7) 27(36.5)

Vascular invasion
Positive 74(64.3) 24(58.5) 50(67.6) 0.333
Negative 41(35.7) 17(41.5) 24(32.4)

F 2 IGKFREYFIERPCDH10 mRNARIAKFES BEEEPFS

HICox BEE 47

Tab.2 The correlation between clinicopathological

characteristics and expression of PCDH10 mRNA and PFS in

gastric cancer patients: univariate Cox’s regression analysis

%3 IGKRFKIEHFIERPCDH10 mMRNARIAKESBESHEOS
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Tab.3 The correlation between clinicopathological

characteristics and expression of PCDH10 mRNA and OS in

gastric cancer patients: univariate Cox’s regression analysis

Characteristics

Univariate Cox’s regression analysis

Characteristics

Univariate Cox’s regression analysis

P value P value
Age 0.607 Age 0.388
Gender 0.801 Gender 0.717
Lauren classification 0.010 Lauren classification 0.020
T stage 0.027 T stage 0.028
N stage 0.002 N stage 0.003
M stage 0.001 M stage <0.001
PCDHI10 expression 0.049 PCDHI10 expression 0.035
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Fig.3 ROC curves of two kinds of prediction models of recurrence or death in 5 years for gastric cancer

A: ROC curves of prediction models of recurrence in 5 years for gastric cancer based on clinicopathological features and PCDH10 mRNA
expression respectively; B: ROC curves of prediction models of death in 5 years for gastric cancer based on clinicopathological features and
PCDH10 mRNA expression respectively
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